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t^sj&KfcM-^i/ri^&o i l- Bitnmmz^m^vxis^, try*??* 

p 2 8 - 2 9 . (1 9 9 5^) > ^±ifc) o 

A V 9 — xi 4*1/- 10 ( I L - 1 0) te)£^f£ffi©^-f b#-f 

mmzwffl-t&o il-1 oe>m&&&mzt£&i:^ jy?-7*a 

-/ D ^ >r> _2- i( 5 (MIP2;8),7^D7r-^ >T>75vh 
ij - ^aW>-2-a (MlP2a)s /a-x l/^al/^fr^K ^ a 
5MV-1 (Gro 1) UK tf tim fctlli -??n77-^ V 
777h'J- -/nHV-l-a (MlPla), 5 >fX (R ANTES ( 
regulated on activation, normal T cell expressed and secreted ) } ^ 
a7 7 -i? 4y77^h*)- "fxi^f^i y — I — ft (M I P 1 j8) > U'<- 
T>K T^Wi/aV-l/^aKfyK (LARC) ^? 

u j 7 -.?j-^^^ Z f\t y (MDC) mft^tf £>ft3o 

eS^SiFa (TNFa) I*. teteWttU *vf-^©BB«^&-*> 
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--If- 2 (HO 2) CD2oCDT>f V1f>r A^#^-r^C t^^tlTV^o ttc 
M~?%> LDL (Low density lipoprotein) <Dm&$9Mftm^ — Wfflfe*©:* 

u^y i?fcmm®wm<mm t bx t> „ ftHmfn^fteoM t b-c 

„ ( 1 9 9 5*fO > 3C3SC<t3^A) o 1rtlt>*>, HO©8H9H£T\ HOlfe?© 

isx^ttT^zim^ *n*<@»snsjsn?o, at^u^^-eoniwtw 
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>f y^-o>f*>- 6 (interleukin-6 ^Accession : M14584 

^>^_a-f^>-l o (interleukin-10 ? Accession : M576 

27) ) fcfcK 

^tt^^t- tf- 1 (hemeoxygenase-1 ^Accession #^ : NM 

002133)) 

^nx^r? >i?VG/H^t- 2 (prostaglandin G/H synthase-2 

? Access ion IHf : AL033533) ) 
v /7 n:77 _^ ^ ^7 \ ij — ^of'fV-l-tt (macrophage inflamm 
atory protein -I - a (2>— ? Accession : M23452) ) stfe^\ 
^>t-X (RANTES ? Accession : NM 002985 ) ) itfcTs 

ry^-a^>-U (interleukin-1 a (5>-:/'<> ^Accession : XO 
2851) ) 

>f y^-a-f^y- 1 0 (interleukin-1 i8 ^Accession : KO 

2770) ) itfcK 

MSS^EH^a Ctumor necrosis factor a ? Accession : Ml 

0988) ) itfc^\ 

>0£-a>f 4 s -:/- 7 i/-tr^^- (interleukin-7 receptor (^-V'O? Ac 
cession ^ : M29696) ) Mfc^ 

- r y ayr -.y jyy^-tYV— ^af-f y - \ - & (macrophage inflamm 
atory protein-l-j8 (^-V^O^ Accession #4§ : J04130) ) ^fc^s 

7 v]f T^f-^S/a V-U^aP^f «; K fr**^ > (liver an 
d activation-regulated chemokine Accession #^ : D86955) ) 

v ^ ar ; 7 _^_ jzfY ^r^ij^y (macrophage-derived chemokine ( z? 
-yy<y ? Accession : U83171) ) itfe^N 
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-^payy — i? ^>77Vh'J~ ^nf'f>-2-|8 (macrophage inflamm 
atory protein-2~y8 i'J-y^y ? Accession : M36821) ) itfe^ 
v^a^y — >77Vhi;- 7af^>-2-a (macrophage inflamra 
atory protein-2-a (2?- ? Accession ^ : M36820) ) itfc^ 
>Ta— x Ufalz-ffy K ~7 xi J- 4 y- 1 (growth regulated protein-1 ( 
27-V^V ? Accession : J03561) ) itfe^\ 

?|vi; y ^^ y ^n^n-r-f -tf- 9 (matrix metal loproteinase-9 (27— 
Access ion #^ : J05070) } 

(migration inhibitory factor-related protein-8 {*J-y<y9 Accession 
: X06234) ) 

U'/if^TA (lyzozyme (27— ? Accession IHf : M21119) ) 
4*1^ (A) PW — TV^f^K ^a^-r> (GABA (A) receptor 
-associated protein (2>- Accession #^ : NM 007278 ) ) 
^f^-7xD>-Ofa-XF 1 7-kDa/l 5-kDa y*a^^y 
(interferon-induced 17-kDa/15-kDa protein (27- y<y ? Accession : 
M13755) ) 

^ v ^_ 7lD ^_^>f a -^ ^o^^V p78 (interferon-induc 
ible protein p78 (27- ys*y ? Accession : M33882) ) 
xX'>-t- ^^ea^*-2 (SCO(cytochrome oxidase deficient, yeast) hom 
olog-2 (27- y<y ? Accession : AL021683) ) 
b5>X^r Yy — t? (transketolase y ? Accession : L12711) 

TfJ'yy A2a Hr^- (adenosine A2a receptor (27— >'<>?Acce 
SSion #-5§ : S46950) ) itfc^\ 

CD 3 7 Ty=f-?y (CD37 antigen (27- ^Accession #^ : X14046) 
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zfu^—'jy p 7t?^- (properdin P factor, complement (i?—y<y 
? Access ion ^r^r : M83652) ) itfc^s ' 
1,^3^3?- irzf G-^of^V i/^U 2 (regulator of G-p 

rotein signaling-2 Accession #^ : LI 3463) ) 

Ne f -7V'>x>ff 5» K 7 7 1 (Nef -associated factor-1 — 

^Accession #^ : AJ011896) ) itfei\ 

myeloid leukemia cell differentiation protein-1 ? Accession 

: L 08246 ) ) fcfciFs RO 5 

K-f^-^—tf 3>7l/»;^ (signal peptidase complex (18kD 

a) (^-V^V ? Accession : AF061737) ) 

*56iho» 2 (i) -e^^n^fb^ (i i) -ei^n^ft 
^ u ff ^ _ -e^mm-M, foxpryyvy g /H&$mm - 2 ££*pfw*»u 
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IH301*, COX 2 mRNAft*cDNA©PCRirJ:5«l«l©IS**^ 
m4®lt, MIPU m RNASl*cDNA©PCRfcJ:***©*&**3* 

T *f a - x y ;i/*£Ukft® T? & o 

as 7 Hi*. T3?fa h-^-x^ira^^xtt^bo#^ii^#*eaBBa^#b/ct 
wwicfcwrw^ 'wsM&a-fcbT. huib^s (i) T?*t>sn*ns#«, «fE 
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S; (I) t^SH^^k^i:©^tc?i»$n6 
lo0SHI^i<, mbom&^oo tot, SHIMM^^SHM 

t^am^o '>Xr>f >if ^<^f K i: ITI±, fiTfBS'XTMVIt- 
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^(ii) -em^n^Yb^^it-r^^cD^ (i) ti^n^MitSH 
o^m^x. ^ (i) "ei$*i§^iti/xf^ >^^^ft>f©sHS 

tt4t&%9&, b<(±0~l 0 0°C, J;t>0£L<&3 0~5 0 0 Ce, 0* 

(in -es^n^^^ofs^ mm^mtvxit. it^m^m. mmwxm 

1 1) xmt>i*nz<t£®iztmmzkmm£tim>&o 
wm^ (i) ttzitt (id -e^^n^Yb^cDiii:bT(±, ^^b<i*is 
^tbT^^n^^T^*?, &%}(Djjmizxmm-fz>cL£frxgz 0 tctztf 

mma* en tint (i i) T'^^n^-fk^cD^^m^ y h- 
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^BJ(c^t^T^^3?&^^:bT^ffl^n-s^c; (i) T'g^n-sYfc^> 5$ ( i 

I) •vmZtlZlt'&i®}, MOB (HL — 6 OSBlfe) itSSUHflJ 

h*-tz&te¥<D¥sm t m®ftm&jfVxis *k Am** il-6 ^fefljfrjfpffl 

. IL-l Oj^&MJftffi N HOate»#flFffl. COX2jg£OTHtffi. mip 

i amtkmrnrpm, ^yrxm&MMfrm, tnf am&mmr?mm<D£Mi%n. 
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m> il-i om£Mffl&&irz>m& > nomtkmm&m-tzmm. cox 2m 
£.mffl&m-fzmm, mi p 1 amtkmffl&m-tzmm, 3>^^m^nm^m 

0 £tc frfr&mmfflttzte^ffiffli*. 1 l- 6m*kmnffl, il-i omejjji 
mm, Kom^mmm, cox2m^mmm, mi p 1 am^mmu ^>t-x 

1 l - 6 j^jraak 1 l - 1 0 m&mm* nom>mm>m, c o x 2 
ftj&k mi p 1 amzmnm, 7>^xm*kmMmxitTNF amtkmrnfflcDW: 

&miE-t&} bit* mzKfeir%>t><D~eitt£\,^ %km j $>m*<Dtmmmiz&^ 
T*®mm,ytmfriEnte ly^M^^m^vtzm^iz^x* mmmfc^^m. 

(suppressor for unbalance of gene expressions) bit* Wm^W.* cD^ffi^ 
mizftomfc¥<D&m,#.m(D^mffi (unbalance of gene expressions) %MM 

(suppressor) -efcs 0 iot, ^mmmfc^-mmmffi^mmiEnit 
*mwtmfc¥^ttm(bi&w£tcit¥mzmmir&zbfrx*g£o wi^m^n 

;W-e^-r^t>0-e*.f)^ m^^^OI^^J (modulator of gene expres 
sions disorder) b M>-5 c: bffX^&o 

^■^Mmmmmt^-r^m^mmommxit* mmmMfr<b*m<D 1 l- 
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l- 6 jtfe-?-©5saiMd!©^i»©«riE*s-r stalest u **">H©i&*»xtt 

mit, il-1 o-om&Mm^mtisXfbmmMstifc&A* m%-\%j>? 
3W*ffli\ i l - i oo^^-wj-r^c t^T^^^m^Kfxii^-r-sc: 

HOCIt 33kDa ©HOI £36kDa ©HO 2©2o©7^7f ^fA^fttS 
o HO 2 (iHO 1 (DN&ffiMiZ 2 mMMfrbft 57^7 iE^J^C 

h o 1 ttRwarc* *k mtt?**^a. s^m-r*>> »«tottft« 
®m&mmiz&^xm* (DMmxmmzmmznzo H0 2i«it^ &m. 
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3o T7+K>»«;»iCttCOX2*<H-^bT*>i3. COX2©flUBK:J:«3ftlH& 

*-r>ii. 9 2 — 9 9^©r^y^^(9. ^n-ena^x^:? KH^-r* 
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5>7=-X(i. (CD4 + ) T^-cy^U-TMBa^^C^^iir. 

TU^—ttfiUt^ TP;l/^-^JfilW^ TWl/ 

M I P 1 at>7>T^tii0CC^*'f CCm'f VCD#M 

^Wf^o b^U MI P 1 aii7>fXJ:D^Mt±t<, 

K*fU MI P 1 at*, ^m©itM(r5fe2:oTJi^-f §d t*^^$nTV^^ 
o L^^t, MI P l a&mSi&Wffl'r&cttzJ:*). WJft^ffirE^-r* J: 

ifcfcStUWffi-e&eK £/c. MI P 1 a«^©3fcaWf&*W©»E£gr*£ 
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attest u ^mwofemnxiz^vsmzm^ mi p i aom^nm-r^ct 

i^m-f), tnf a&m&mmmmcDMmtm* ^^^m^^tc 
v^mwii^ mm&Mmm, mm^mm^ Mit^a f*3#^ 

(AIDS) ©z:&ra>MM3k AIDS. A I DSgllim ^ro 

— • jrf -TV (Molecular Medicine) „ $3 3i, ^1 0 1 0~1 020 
I,*1182-ir89I(1 9 9 6) 3 o 

tot, ^B^©it^iimi^ti5^ii^iEifii«> m&m&tzzstsi^ tnf 

ate J: t> ^tl^^l/: \tM{ff % &m te*f b#ffl t) . TNFal 

k TNPflOittfl*t« c tx*frfrzmm&f>ffi£tMmmir z tt<x 
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M^^^I(CRP)f, 'J^vh^f KH^ (rheumatoid factor : RF) 

o 

vm, it^mm.^mmmm^ti^o tctz.it, ft&&xk\,x\t* fh7 

TtjJJfrfrfrtf-frTm— h (TP A) „ tfaKaKU-fry #5>f K (LPS) 

. 7^ h^rw-> (pha) . ^^ya^^w&nso *T*>> TP 

tto£*JMcM**fe-rs&?« (bid xm^^ij-, ±m® 
&Mfc*m<&mmmffi<D*mttmtj<Wc< t^ m^timm.<Dmm\^w^ 0 ^ 0 

ts:mm<Dt&m£tciz¥mz'z>t£j!fiz 0 
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dgek mte*<Dftmffim*m*JEftfttkmzffijEhnzmfc : ? cam, bh 





?-y/W Access ion 






interleukin-6 (IL-6) 


M14584 


Interleukin-la(IL-l a) 


X02851 


interleukin-1 0 (IL-1 jS) 


K02770 


tumor necrosis factor a (TNF a) 


M10988 


interleukin-7 receptor (IL-7r) 


M29696 



macrophage inflammatory protein-1- >8 CMIP1 £) J04130 
liver and activation-regulated chemokine (LARC) D86955 
macrophage-derived chemokine (MDC) U83171 



macrophage inflammatory protein-2- £ (MIP2 £) M36821 
macrophage inflammatory protein-2- <ar(MIP2 a) M36820 
growth regulated protein-1 (Grol) J03561 
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m2 



*Hs^£ (WW 



2-WyMccession 



matrix metal loproteinase-9 (MMP-9) 
migration inhibitory factor-related 
protein-8 (MRP8) 
lyzozyme (Lyz) 

GABA(A) receptor-associated protein (GABArp) 
interferon-induced 17-kDa/15-kDa protein 
(IFNpl5/pl7) 

interferon-inducible protein p78 (IFNp78) 

SCO (cytochrome oxidase deficient, yeast) 

homolog-2 (SC02) 

transketolase (TK) 

adenosine A2a receptor (AD0RA2A) 

CD37 antigen (CD37) 

properdin P factor, complement (PFC) 

regulator of G-protein signaling-2 (RGS2) 

Nef-associated factor-1 (NAF1) 

myeloid leukemia cell differentiation 

protein-1 (MCL1) 

signal peptidase complex (18kDa) (SPC18) 



J05070 
X06234 

M21119 

NM007278 

M13755 

M33882 
AL021683 

L12711 

S46950 

X14046 

M83652 

L13463 

AJ011896 

L08246 

AF061737 
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> b < i*&m®&t*mmmxmm^&fr%:&5-x% timx&mtm 

^©m^tie^b. mmzx^mm, frwmu m.itm, mmm, mm 
, m&m, mmm, mnmm^m^, mm, mn.m, wm, mm, %zr**M 
m^mmm, m^mm, mmm, $mm<Dmffltx%z 0 mmmizmmte 
ufcvwi m iz & -o xmtit t ti b# 3 tia n n t ■? z> c t &x # s 0 

Kmwvfemmxte^ffimte, gp» mmm, ^mmmmo^mom^tz 
tmm men^-ftuz^^xib §ctm§o 

smfflm&ti, ±fc&^j&mi*&mimizm\$xm9iir2>zkfrx%2>o m& 
®.m%ofrt>te%muM(Dm&te. mm, %m, *zr*jim, mm, mm, ma 

^finc^t-^ m^l^y^y, %m, ?>^7K *jim*y 

i^otii, $^>{c. m&m, mmm, zmfemn, m$m, mmm^mm, 
mmm, m&m, mmm&m&itzzt&xiiZo fctxj*. mmztMsmt 

tz\t w^&% b < ? ^ )i^xmm lx x^o mtem.m,®> 
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*f-ffl3U£bTte. (PHlft. £&1*0 S-^fflcD. @fr 
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0£b<t*ii5Al H^i) 1 0/zg-2 0 0mg/kgtfe§ 
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ms&mf&ft&mm ire « w ksbr zitzzttzx^x^ ^smommcomm 

b < teffiiB 3 1 «©jtfe^3^ < t 1 a©*fe^3B3aiH«f 

T-©^mMI&^il^MiE-r6i^^*>-l>i: : f^$n§. £fct±. ^©^©^a 
iEM^tbTfg#-r§c fc*cJ:*)fT-5 ^-5«^jr <fc*K BJt^©£ 

^^(c*>i^T^ffi$n^Bfiie^^©^-rn©^©^. ioomg 
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nmm 

UMMl L-rU-fen-l, 5 _x^ e +>>- 1 a $, 6 -i?h Ko + i/-^X 
-^+•9— 3 2 -*y (DGE) &<fctfD-?*U-fen- 1, 5 

a 0, 6 -5?t Kn^^-^X-^^-i?-- 3 - ji>- 2 (/c-DG 
E) OiS 

T|jM©^ (Agar Noble) 2. 5g£5 0ml©0. IN HC 1 tc«»U 

i o o°c-ei B^mmmbxmmhtco n^^itNaOHt-pHi 2^ 
tpffimmmzftisTmommHP l c&m\ #tr-?£«oRU metis© 

&tc, d ©^#B£|fg 4 . 0 5^-4. 16 fromfrttm-ftM U fft&ffff 
*ffV\ C©B^3&<L-^U-bn- 1, 5 -:r.**^>- 1 6-^tFa + 

N+H— 3 -x>- 2-^-> (L -glycero-l,5-epoxy-l a/3,6-dih 
ydroxy-cis-hexa-3-en-2-one : DG E) d t&m&lstco ETR-WjtfBHP 

*5A:PALPAK TypeS 

(4. 6mmX 2 5 0mm. SJSitftI?) 
: 9 0 %T*z Y—YV fri&mflL 
^llffiB : 5 0 h U ;i/7jc^ 

:1ml 

2£ffi :gUrtfiA (1 Oflftf) -»^SIffiA^^^KffiB^©®^^i2 
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(4 -*mmttB (i ofrm) 

: 19 5 nmir&ttSPBSbfejeg 
# : 4 0 °C 

mwtiz bt/c-*7 h^-xcDT^i/^ »; ^a^fria^o^c^DTm^ 

atf, 6 -2>fc Fa^ey-t/x-^^if- 3 2 -Ory (/c-DGE) £ 

(^^7ttfi, C- 1 2 6 8) 2. 5 g*5 0mlO0. IN HClCKl 
. 1 0 0°CT1 Sftnmhxmffihtco ii&tt^bTNaOHtpHft 

U Tfa^JIg^HPLCT^lftU U&mmZT. it-*7t*t-XM 

*5A:PALPAK TypeS 

(4. 6mmX 2 5 0mm. ^iSiifrl?) 
f^HltBA : 9 0 %T-fe h~ b u fryki&ftt 
HI&fflB : 5 0 %y j a h— h U 
:1ml 

&ffl :®MmA (l 0^) ^l&raA^&I&ffiB^OgD&M^SB 
(4 -^IrfHB (1 0#f8D 

: 1 9 5 nmCfclJStM 
: 4 0°C 

§£ii0il2 5-L-Wft>-S-> f/l/-2-kKa^^-3, 7 -^^"^ 
2. 2. 2] 1 (DGE-GSH) Oil 
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DGEtMTKMCfJlJmry (GSH : ~f-*?J irX^&lS) ft2 0 

mMt£/j:6J:-5KPBSt;:igfl|U 3 IfeHJfcS-frfco 0 

#1 <&JlSt@^7^APAL-PAK TypeS {CT#Hf bfc 0 SfcSI 1 m 1 /£\ 0 — 1 0#H9 
1*9 0%T*h-bi)fr7kmm> 10-5 0#lfflf*9 O^T-feh-hU^TK^jK 
^^»50%T-lrb-hU ;U*&Jft^©it»»K43E. ^19 5 nmCD^HTCllI 

5omi ®^e*tr^i?u hl — 6 oiafla^-ffl^T, #sf#©0*ffl 
»i^Ef$nfco -ec-c. ^{cb-rp^u^M^5 o//i ^ 

S^ir^ovh^^-f- (TSKgel 0DS-80Ts( 5 /im) „ JfcV-tfcSL 4. 
6 x 2 5 0 mm) T^® b/; a M 1 m 1 0 — 1 5 #!©(* 0 . 1 %TFA 

^WSKSTk 1 5~3 0^{i0. 1 %TFA^^7jc^€>0. l%TFAt 

FAff 5 0HT*p^rtf;Uzk»»u 2 1 5 nm©^-C^DV h^7 7 

-f-*firi\ i. sftctizmfr&Mktbtzo &mfr&wmwmhiz&^ 5 0^1 

U HL-6 ott^M^T, 4MAa>mmW*imiRtSfk* 

^> 2 0mM DGEt2 0mMr7l/^f-^->CDHJS^lml^^5mgCD^ 

3^*>-S--Ol/-2-t Ko^ri/-3, 7-i>**4jr\*i/irv[ 2: 2. 2 
] 1 (5-L-glutathion-S-yl-2-hydroxy-3,7-dioxabicyclo[2 
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.2.2]octan-l-ol (JS>TF> ^-KiD G E - G S H bW\~?) Xfo%> C b%mmistc 0 

mmm 1 

ddy v^x (B#:SLC ; 7 ilf&&) <DM.WnK\Q%t> ^ffjfil^WRPMI 

1640igif& ('<^:*-»iM ^#-#:lg> 12-702F ) £4ml SAU <fc < v >y -9— b 

/cm^#i:OM^fla^#/io 10% v isMitt]kmi$mmumi%mzwmmm>*: 

10 6 fl/ml £ft<5 £?K:!ii§U 485tv>r ? o^-T H;:500 /zl fo 

%^#X#&T\ 37°C^2 B3«#«U *^±M£l&£bT 

JfiLift-^. 7x;-;H/» ; 2mM L-$Ol^ S >M^^K>^ ngfe^-T 

-yjimm o^*^m *#-?±isu 12-917F ) £500 #1 -rojfjnx.*i 0 

;MC5 /zl ©2 mM&^tflmM (DDGEymm&zn^tlWiM (^neftl*^2 
0/zM> 1 O^M) U 5 jttl CD10^g/ml 12-o- T" h 5 7*;*7 J << AsftJltf—Jl 
13- T^- KTPA ; 13139-01 9)7K^£»J VX^iZimffligm 

btc^ mm±mz®wLtc 0 ®m±m<p<z>'(>?-v-(*>- 6 cil-6) 

cD-i-ft li > ifV A Ay -9- > K>r ^^r^-fe-r CELISA ; Matched antibody 
Pair SamplePak mouse IL-6 . ^> K^x. >ttS2) TiRUJ^Lfco l^ft 
^tbTDGE^o^^TPATK^^in^V^g^ ^ RitfefcH&irL 

TTPA7K^J£©^£^llllL*rE# OT+TPA) ^^b/c 0 M^te 

comm. DGE%ito&friz&\,^xDGE®mmi&i?$>^ tpah^ il- 
6^©«i$ii^a6^nfco/ecDMm^i0i^-ro -rut>^ %zimi±&m 
m&ftTitoM&mm vtztg <Dmm±m#<D il-6 omm^-rmx^ t> . $r 
mt&m&w^ mmit i l - 6 f^m (ng/mi ) ^-To 

/c-DGE, D G E - G S HCo^t fe|^i©^lT/i:t\ IL-6 
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mmm2 

ion* i/tefrtiM (¥?*ttm PA,'**, 3 3c^>r-r Ji>&m ou* 
v-t ?*-tkm, 12-604F ) izftmeLimm catcc tib 71 ) &s xio 6 m/m 

1 KftSiSKSiBU 48*t^-T ^n^>f^-/u- ^;KCO. 5ml 

inx.T 5 96&»#Xfcq£ET\ 3 7°C-e-fia^b/c 0 #^oc;l/(C5 fil ©2mM 

DGEimm&mn mmm2 o^m) lt, $^ic5 iTOJ&^bfc©-^ 5 

At 1 ©1 0 0 #g/mlU * # 5 >f K (LPS > L-2012) 7jc*g?& 

1 0 (IL-l 0) ©^-fi(ix>1fVA^Ay-9-> yfTy-b-fTiW 
) HmSt«ai:LTLPS*»jR©*«-flSIiDbfeK^ OT+LPS) 

i^lfiti IL-10IS (pg/ml ) ^-r o 

£tc^ /c — D G E> D G E - G S HCo^t feUi©^^^, IL-l 

Va ?U-ttM. 12-604F ) (rRAW264.7^fiS (ATCC TIB 71 ) £3 XIO 6 ft/m 
1 i:^§J;^(:liU 65tv-r ^n^>f^-yu- hcD=S-^i;Kc5ml-r-pJn 
Z.X 5 %mm#X&&T^ 3 7°C-C— Hfe^b/co #^^^iC5 0/zl £D4mM . 
2mM fcS^tilmlli ©DGE7jc^£»j (*fteh,*»flM 0 //M> 2 0 /zM, 
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1 0/zM) btl 5B3Wg«L*: 0 HO immom&MmtLTS fi\ 03raM 1 
A 12, 14 ^^^7>i?>J 2 (^^7>>r;*^ 18570 

) o M^rX^ U-f ^-(C^^^lx- h^^^J^bTEIlRU O.OSmM^X^f- 
VA (i/rvtfcSf, P5318 ) s 0.2mM u^tzf+y Cisf^ttM^ L2884 ) . Ira 
M V ylt? *—Jl*?-JlXJl*-Jl (t*5-ff^^m 273-27) . lOmM^ 
U->VTl >E3I^~7jc^Il7-h U ^A. 0.1 %Triton X-100 #W0. 1M Tris 

-Kcmmm (pH7.5 ) jcjk»uti mmmmmvtz^ m^mbxm^^ntc± 

Protein Assay Reagent (SSifi|fcJR3BtrTXtfcS. P7411 ) J: &iW5£b:fc 
o #^n/c#^>^N°^MB^>^l/t^ftcD4%5^U;l/a^7-b U»7A(SDS 
) . 2^2- * )\,ti'7Yx.$ J -;k 0.001 %ynA7i;-/^K 20*>r 
U -bn-^^ro. 125M h U X- (pH6. 8 ) ^M^LIOO °CT'5 #IB! 

latfc^ LT10/zg ffl^fi:£l2.5%SDS- #UT5MJ^T5 

^CftfU 20mA©^«agT«5iac»L/^o ^cS/^CD^^K^ 48mM h U X. 39mM 
^U^>> 20%^^y-;K 0.0375%SDS #W^n«,f-^ >^®^4»> h5> 

fi-JSO^a b=3-;Hc<fc^PVDFm U U^TfrSL IPVH000 10 ) {C15V(D^m 

25) SJR^T?— Hfc4 °C"e^a «, ? bfc 0 ^a»;^©Ili0.1 %Tween20 ^TU 
>IMifN«fcM:: J: 0 Ittm 3 MK>frftJgi: -5TTdfe^b/c 0 &(C200ng/ml 
ffiHO 1 (N-19 ; 9Ar-XtiM+ sc-7696 ) ^irlO^^a y 

x. o.i%Tween2o ymmm^m.^-vi mmmwcm^timtoTx^ 

0.1 %Tween20 ttV >W&m&lM&K£bl5frlRSm&-*>frt3;mb5 
T"C*i£Lfco ^{C0.1%yN o -^^>>y-^^i7iT-^t/L^^IgG(H+L)tfL^ (if>f 
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/ y KifcSU 61-1620 ) **trlOW^n «, ? jc-x. 0. l%Tween20 ^WU 
«£&#«t , *Cl ■*HMT?«'f»^fit'5T % CRt6U 0.1 %Tween20 ^WU > 

N 7^7t^fxvxyn^^^ NEL103) *)Bt^lO^D h3-;K:«J: 
OlfefeU X«!7-f*A (n^^ifcSU CAT165 1454) KflJfttfco 

*©IS£DGE<D8&jtaE#fc43tr*THO 1 ^ >'*?Kfi2fe(D'<:/ W»Bt^ 

o m^^^XHO 1 ^>/^Jt©;<> K©ifc«lcjSbT. +©Bt*EUfco 



HO 1 *>^?!§CcD 



* OftttftHB) 

4 0j«M DGE + + 

DGE + 

0 //M DGE +- 



-DGE. DGE 
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b MtfiTAK-J— &*) 4 0 Omm&L&mMLtZo ^«^PBS(-)-e2 
„ Ficoll-paque (7 7^i/7ttl) _LJ::M^500 x g -ZWfrmM'bfrMVtc 
o ^^®CD^miLM^ (PBMC) £b°^y b-ClaliRU RPMI1640^ O^*^ 
^rffl^T^b/Co ^Jfcb/cPBMCti905KFCS (JRH ><>f 

(CTfl^Lfco ^^{r{idn^>^PBMC^37 0 C7jc^^(rT^ilfel?b. 10#g/ 
ml Dnase (^/Ib^^rAti) £^trRPMI1640igifcm^> h'J^^K 

(2) wmvftM 

5 %bhABMJfil?t> O.lmM ffcft^r S y» % lmM bVt,b">^- MJ A. 2mM 
L- 7)1? iy (M±J<-<irU ?%-U.m . lOraM HEPES ^-f -r* ? 

#15?) , 1 %XF^hvO>-^'J> (^r/^BRL £^trRPMI16 
40*&«I CJBTF. 5HRPMI^fifetBSt-) K4 xio 6 cells/ml fctt* <k 5 KPBMC*«iB 
$U 65t«^#^P-h C7y^3>*fc«) fc3ml/9x* fo^^ 37°C. 5 % 
C0 2 NMS-f >*A^-hbfco 1.5 Bfl^ 

CD5HRPMmm^tn^.T^^#/io 

( 3 ) RNA OHfi 

Ig-ef^n/cffC^b^ £*x.MZ8 til ©lOmM DGE7jc^&3t^ 
(i^Mi:bT8 #1 ©3jc*3SJBU 37°C, 5 %C0 2 Tl^V+a^-i'-^ 
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IZX5 mm J V+a'*- hhtc 0 C©^ &V*MZ2 v\ <D1 ug/ml LPS 
7fc^*fc{*2 ill ©25#M TP AzJ * ^JlXJl^i/ K^^^fiDbT. 

V^-rtl©*>©%^Jn^-r$^tr4l^r^^> RNeasy Mini Kit (+T 
74104 ) fcffl^T** h©f»Ba*ICH6v^»!l6^&RNA ^iIUfc D 

(4) cDNA©-&J& 

±mz£*)mMLtztitlA 0.5//g tlOmM Tris-HCl(pH8. 3) . 50mM KC1 > 5m 
M MgCl 2 > lmM dNTP M&m, 150pmol ©Random 6mers 60U ©Ribonuclea 
se Inhibitor 2310A ) . 15U ©Reverse Transcriptase XL ( 

AMV ) (SSifilfcSU 2620A ) *#fr£S*60 # 1 ZV—^JIVJ 9 =y- (Gene 
Amp PCR System 9600. T^5-f K^t'^f A XftlD I ^T. 30°C 

raaii»brcDNA*»»bfco 

(5) y^-rv-o^ 

COX 2©mRNA©&g@B#I C^->^>? (GenBank ) Accession*^ : AL0 
33533 ) d^oT. PCRJRLJ5& ©/£#>©:#■ U 9 \sHcf" K^5-Y v — -^-rlfV > 

) . CX2 (@e^U#^- : 2) ^-en^tl^t/co MIPl a©mRNA©ikS@a?(I ( 
^-y^y^Accession #^ : M23452) «!oT. t'J^^i'l/tf F^7>fv 
-MP1 3) % MP2 OSffl* 3 * \ 4) &*n j eft&f&Ltc 0 £tz^ h 

h7>xX©inRNA©mg@2?!l (i? Access ion : NM 002985 ) 
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ot, ^U^^U^K^-Tv-RSl (Ml&mn : 5 ). RS2 (®e^J#^ : 
6) £^ft^n-£/&L*io ^^MlitUth^- T^>©mRNA©i£« 
MM OJ-ys<>? Accession^ : M10277) (C^oT. t>Jn'?^ 
5^v-ACl (@2^J#-^: 7) . AC2 (g&«-^ : 8 ) £<kf& L/c e 

(6) cDNA^ilMKLfcPCR j£KJ:&DNA t&rtf©^ 

#5pmol ©^-^ U 3*5? ? U^-f- K^5-T v-CXl . CX2 &3WiMPl . MP2 
&3^i*RSl , RS2 tiHmmmthXh h/B- r^^yoar^zfJ^Virf-Y^ 
5-rv-ACl , AC2 tBtriSTOL^cDNA^2.5 fil tlOxEx Taq^y ? T - ( 
SMit^t^) 2. 5 # U 0. 625U TaKaRa Ex Taq *° U * 5 ~# (^«i£*fc». 
RR001A) „ 0.2mM dNTPi&-£^£#tf£?5£S25# 1 ©SJBSW—e^*^ ? 9- 
£JJH\ 94°C 2£f B 1£l -if->f?;k 95°C 30 #\ 59°C 30 $K 73°C 30 #<Dif^ 
^£301M?;k 72°C 5frffi&l JKDfn ? ? <U-£&m& ft-? fro 1*J& 

#PCR SfMlO/z! *2.0JKT^n~xy^a^*I&tcj:"*)^«fLfeo 
> LPS ^»K^(r*jV%TC0X2. MlPla. 5 >7^©=g-mRNASl5fc©^> K©*# 

^>tl^o ClftjrfcJ-bTDGE iLPS £ »J b fc|K#*;i:Jo I ^-tli. C0X2. MIP1 

e kj^lps tz£zznzmfc : f-e>mm±nn£ft&z tim^tts.^fzo * 

tc, TPA l£&j&&&E#K&^TC0X2. MIPla©#mRNA&3fc©^> K©i*«J&<fllS 
-e#/co -T^rt)^. cn^ilfe^liTPA K<l:!>if#£ft&C bimfrib&ntco 
CfttrStbTDGB tTPA £}^;&nbfcg#K::fclvrt*. C0X2. MIP1 «©V^*ft© 
mRNAfi^O^VKfefl&fBttWiB-e^^j^o^o -T^t>*»> DGB KJ^TPA KJ:£ 

d n 6«fe^-©SI#ttiqi«l$ n* - t bfrbtei tz a c ©^m^n 3 

5 -T#:b^ f£3^t*C0X2. SMKteMIPla, fc<ktf!£ 5 mit? >-r 
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telOObp DNA^y-v-^?-. U~>2(±*fH (7jc) . b~->3{*DGE »|x^ 
. l^->4teLPS8siraE3\ b~>5(i:DGE fc<ktf L P S8sJnlS£\ l/->6 
iiTP Aj&fiIl!E$5\ 1/ - > 7 tSDGE & J: OTA j»E#£-^-r 0 

c i ) imofrM 

mmmA- (1) i[^i£bTPBMC£#1§tb;fco 5 %tbABg9lfitff, 0. lmM ^ 
'SmrUWi. ImM h e ;Ut;>ghJ-HJ^A N 2mM L- S > (JBLL^-r*^ 

Jjnj-tiM) . lOmM HEPES y-fr-Z. 9#M) . 1 %XhU*7h*?>( is 

i"J > (^'^BRL *±$0 £**fRPMI1640i&Ji& (j^T, 5HRPIII«FifitWF 
•T) C12 xio s cells/ml J: 5 KPBMC£$li©^ 245t^9JJ&^^P-h (7 
(Clml/^ foSi, 37°C. 5 %C0 2 "Cl^>+a^-^- 
B£H^>*^-hbfc 0 1.5 ^ra^fr^S?#14©iftff8a*iR5ll^*b 
, #^x^RPMI1640^r^fflV^rSfe^U 1ml ©5HRPMI#8l#taJtT#***l* 

(2) TNF a EL ISA 

JiBaT#^tlfcW{^bT N &Vx.MziOjj,l (Dim > 2mM % ttMAnM DGE 
7K ^ (*ft^*l*»Kl 0 2 0 aiM. 4 0 #M) &3VMS5mM . lOmM 

. t/c«20mMT#Dh^-X7jc^ (*n-en»*K5 0 juMs 1 0 0 //M, 2 
0 0#M) ££VM*2*i®tbT10Ail (DTK CttSit>*>* DGEcDMtfcitfTtf 
n t^-XCD^KJiO /iM) £8sj&nU 37"C. 5 %C0 2 tl^>f>+a^-^ 
-ftKT5 l$lffl>f V**^- Mfc 0 #^*;W::5 Ail cD200ng/ml LPStJc^ 
^^tnbT$^tC4 B#F4i£*^L *«Ji»*iaiRb^o ^i±i4«OTNFa 
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©^ft{iJ.>^A>TAy-9-> K-r yfTvb^f (ELISA ; Human TNFa ELIS 
A KiU x>K^xvm EH2-TNFA) t«lfc 0 tt4b\ SfflJEl^U 7jc©^ 
> DGE7kmm<D& (^lf4 0 juW) > £fcteT#atf;T-;x#Jgjfc©* 

bY-^0M#fl<ii:, LPS M^TNF aj^£©fllM#Ba6£*ifco -eti^>©^ 

^{iTNF aillg (pg/ml ) ^^-r o 
(1) ^5>fv-cD^ 

J^T©a{^^-#jtfe-?©mRNA£Di^SSe^I^^^T > PCR &J&<Z>fca6©;*- U 

SffM^bT. h h/3- T??->(DwRM(Di&mmm VJ-y^y? Accession^ 
: M10277) Clot, @2^©@e^i#-^ : 6 1 K^-tir 'Jn*^ l^f- K^7 
-Yv-AC3££-J&bfc 0 
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mfc?& ami 



Accession 



interIeukin-6 (IL-6) M14584 
interleukin-la(IL-l a) X02851 
interleukin-l£(IL-l £) K02770 



tumor necrosis factor a M10988 
(TNF cr) 

interleukin-7 receptor M29696 
(IL-7r) 



IL6-F (mm*%- : 9 ) 

il6-r mnm^: 1 0) 

ILla-F <jm&%: 1 1) 
ILla-R (BBWf-: 1 2) 

ILlyS-F (S^Itf: 1 3) 
IL1/3-R (S2?II#-^: 1 4) 

TNF-F (lOTHf: 1 5) 
TNF-R (B23W§- : 1 6) 

IL7r-F <Mm&*: 1 7) 
IL7r-R <gB3Wf: 1 8) 



macrophage inflammatory J04130 
protein-1- /3QAIPI £) 

liver and activation- D86955 
regulated chemokine(LARC) 

macrophage-derived U83171 
chemokine(MDC) 



MIP1 iQ-F m^m^r: 1 9) 
MIP1 £-R 2 0) 

LARC-F (BffiWf- : 2 1 ) 
LARC-R m?m^: 2 2) 

MDC-F CSMtt: 2 3) 
MDC-R (@SJl]#-^ : 2 4 ) 



macrophage inflammatory M36821 
protein-2- /30AIP2 /9) 

macrophage inflammatory M36820 
protein-2- a(MIP2 a) 

growth regulated protein-1 J03561 
(Grol) 



MIP2/S-F (WJ#^: 2 5) 
MIP2£-R (Wm^: 2 6) 

MIP2a-F iWm^'. 2 7) 
MIP2a-R (mm^: 2 8) 

Grol-F (I5?!l1Hf: 2 9) 
Grol-R <@2M#-^: 3 0) 
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m&tt am) 



Accession 



matrix metal loproteinase-9 J05070 
(MMP-9) 

migration inhibitory factor X06234 
-related protein-8(MRP8) 

lyzozyme (Lyz) M21119 

GABACA) receptor-associated NM007278 
proteinCGABArp) 

interferon-induced 17-kDa M13755 
/15-kDa protein(IFNpl5/pl7) 

interferon-inducible protein M33882 
p78(IFNp78) 

SCO(cytochrome oxidase AL021683 

deficient, yeast) homolog-2 

(SC02) 



MMP9-F (BfflW* : 3 1 ) 

iiPH mn^: 3 2) 

MRP8-F (.mn^: 3 3) 

MRP8-R Omtt: 3 4) 



Lyz-F 
Lyz-F 



: 3 5) 
: 3 6) 



GABArp-F (IWg-Sf- : 3 7) 
GABArp-R (®3«J§-5f : 3 8 ) 

IFNpl5/pl7-F m?m^: 3 9) 
IFNpl5/pl7-R Cmm^ : 4 0 ) 

IFNp78-F (m^m-tr : 4 1 ) 
IFNp78-R (mm^: 4 2) 

SC02-F (BBW*: 4 3) 
SC02-R (jg&m^ : 4 4 ) 



transketolase (TK) L12711 



adenosine A2a receptor S46950 
(AD0RA2A) 

CD37 antigen (CD37) X14Q46 



properdin P factor, M83652 
complement (PFC) 

regulator of G-protein L13463 
signal ing-2(RGS2) 

Nef-associated factor-1 AJ011896 
(NAF1) 

myeloid leukemia cell L08246 

differentiaton protein-1 

CMCL1) 



TK-F (EJiJ##: 4 5) 
TK-R Omtt: 4 6) 

AD0RA2A-F (BSWf : 4 7) 
AD0RA2A-R (M&m^ : 4 8) 

CD37-F (@2?tf##: 4 9) 
CD37-R (S9W3-: 5 0) 

PFC-F (@E?U#-5f : 5 1 ) 
PFC-R QBOTM: 5 2) 

RGS2-F <B9fl#*§-: 5 3) 
RGS2-R : 5 4 ) 

NAF1-F 5 5) 

NAF1-J? 0&V#9: 5 6) 

MCL1-F (BBWf : 5 7) 
MCL1-R 083*1*9: 5 8) 



signal peptidase complex AF061737 
(18kDa)(SPC18) 



SPC18-F (S2*W§-: 5 9) 
SPC18-R (PJt^: 6 0) 
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(2) cDNA^IIMKLfcPCR&lC^DNAKH-OiiiM 

- (5) iZJ:Q&ffcLt£h h 0-T ^fWJ^? 9 \sHt=f- F^^-rv-ACl 
. AC2 &3t,>Ji_fcfB©AC3 . & J; *m&&#J 4 - (4) tmm<D^mx^^c 
DNA^M^t, ^ifi#l4- (6) tracD^*ePCRSC&^=fTo/io P 

•©iS^gB, 7^^- 0 tetchy ^*K&^T#mfc^<Df§§lfi (#itfo^<£> 
mRNAfi^c DNAOPCR(CJ:aJiilis£DgS(cJ:^^ffi) te&ixi^frZm 
iz-, +/-. +. ++. +++©5SPS^lfc 0 :gi*©Con. (7jcgsJi0E# 

) „ DGE (iDGE *finE«\ LPS l*LPS JSftlKfl\ L+D f*DGE feJctRPS 8sinE# 
. TPA l±TPA »!E# V T+D teDGE *> £tfTPA SsfinE^^-To 
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jUk^F Con. DGE LPS L+D TPA T+D *M 9 
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3 0 


IL-1 a 
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3 0 
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++ 
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3 0 


IL-7r 
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MIP1 £ 


+ 
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+++ 
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++ 


+/- 


3 0 


LARC 
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+++ 


+ 


++ 


+ 


3 0 


MDC 






+ 








3 0 



MIP2 




+ 


+ 


++ 


+ 


++ 


+ 


3 0 


MIP2 


a 


+/- 


V- 


+ 


+/- 


+ 


+/- 


3 5 


Grol 




+ 


+ 
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+ 


++ 


+ 
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Con. 


DGB 


LPS 


L+D 
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o u 
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o u 
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T 


o u 
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X 
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o U 
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4- 
■ 
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T 


x /_ 
T/ 


o u 


IFNp78 


+ 
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T/ 


o u 


SC02 


+ 






x 
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4- 
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T 


% n 

o u 
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+/- 


+A 
1 / 


+7- 
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X 
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AD0RA2A 


+ 
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i r t 




T 






CD37 


+/- 


+/- 




+ 


+/- 
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PFC 


+ 


+ 




+ 


+ 


+ 


3 5 


RGS2 


+/- 


+/- 




v- 


+/- 


+/- 


3 5 


NAF1 


+ 




++ 


+/- 
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3 0 


MCL1 


+ 


+ 
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3 0 


SPC18 
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V- 
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3 0 



m±(D^m, DGEIt LPS £/ct*TPA iZ h l<xmtiM%:MmiZl&LM 

fc##^3o DGEti, ^cDm#'^Hm$*^^IfiI^< d 
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BB8I#^ : 3 4 1;^ hbMIPl a©mRNACD^@e^J{C^V>T^ 

I2#i#-5f : 5*>ck^6{i s t h^V^OmRNAOiMSSB^JlC^o^T^lf 

: 9 & J;tM 0 li. hML-6 OmRN ACD^ie^JtrK-^V^TT 2 

ifV y vtz ? 5 v - ©Kai-c* & o 

1 1 1 2te, tML-1 aOmRNAO&mmmzm-ll,* 

IBanj^: l 3&J;tf 1 4te. tML-1 /3©mRNA©&g@2?in::^5^ 
T 7 s If >f > b fc ^ 5 ^ v - © @e ^ -C £ 3 o 
@S?iJ#^: 1 5fcJ;tfl 6ft, h MNFa©mRNA®ilU?iJi:S^^ 

■rif 4 y Ltzy^4-^- czmm x*$> & 0 

@2#f#-^ : 1 7 1 8 ii. t h I L - 7 r ©mRNA©^S@2M{C^V> 

ftfW^-: 1 9&J;tf 2 Oti. bfMIPl £ ©mRN A©^2£@B^lJi;i2£-3V , > 

T5*if >r v bfc^5 >r v -©ia?ij-e& § 0 
7=if -i y Ltc zf 5 -y v - ©i2?ij-e& & Q 

M&m^: 2 3&J:tf 2 4fci\ t hMD COmRNA©M^ICi-^^Tf 
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E3Wf : 2 5&J:tf2 6 (4. h hU I P 2 £cDmRNACDmgI2?iJt::^5V 
ge^J#-^: 2 7^i:0 , 2 8lt t hM I P 2 a©mRNAcD^I3^jf::^3V 

t 7 s if >r y b y ^ << -7 - cd @s ?ij -e & § 0 

: 2 9 *> <£tf 3 0 14. thGrol ©mRNACD^SI^j^-^T 

I2^|J#^-: 3U'J:c;3 2lt t hMMP- 9 © m RN A©&&@2?iJf;:^V 

@B#!#-*f: 3 3&J:t>*3 414. h hMR P 8 ©mRNAOtlieiiJCl^OT 

SOTg^-: 3 5&£tf3 6 {4. h h L y z ©mRN Aommmm^^^Xv' 

@S^i#-^: 3 7&J;0*3 8(4. t h G A B A r p cDmRNAcD&SSSMfCSo* 

i ^if-r > b/i y ^ v - cDga^ij-efe & 0 

!2?iJ#-5§- : 3 9& £tM 0 (4. hHFNpl5/pl 7 CDmRN AcDigKH 

@2#l#-*f : 4 1 & 4 2(4. h h I FNp 7 8 cD m RNA©^g2^J(C^ 
V^T5=if>f ^b/c^^^v-OiB^iJ-efe^o 
@2#l#^: 4 3feJ:0 ! 4 4li, t h S C O 2 ©mRNAcDi&gge^Jlcg-^T 

^•tfv > b ^5 -y v - <DmmT*& & 0 

m>mm^: 4 S&^UU 6(4. t hTK©mRNA©m&ia^KKoavr7*1f 
@2#I#-Sf : 4 7*?J:0'4 8(4. h h ADOR A 2 AOmRNACDi&SSB^JfCg 

W^m^r; 4 9&J;tf5 0i4. thCD3 7 OmRN A©^@i2^J{C^V>T 
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mnm^r: 5 1 5 2MU b bPFCOmRNAOmSBfi^tCg^T-r 

B27fl#-^: 5 3feJ:<^5 b h R G S 2 OmRN ACD^@e^iJ(CSoa^ 

lfi^J#^-: 5 7feJ:c;5 8ti> b MvIC L 1 CDmRNA©^@2^I{CS^^T 
@S^J#-^: 5 9&£tf 6 (Hi, b hSPC 1 8©mRNA©mSiS^J{cS^V^ 

x 5 s ifv > b fc ^ 5 >r v - cDia^ij-efe & 0 

m&m^: 6 Hi. b ^ / e-T^f•>cDmRNA0^i2^I^cS"O^^r7 i •^fV 
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fff;£cDtBffl 



1. 5* (I) 



Y 



H 




OH 



(I) 



XfcitfYtt. Ht/cliCH 2 OH. fcfc'U X#CH 2 OH(Dt^> 
Y{iH, X^HCDtt, Yf*CH 2 0HT?*S o ) 

3t(II) : 



2. -<>^-d^^>_ 6 (interleukin-6 Accession #-*§■ : 

M14584) J iife^ 

-r>^-o>f^->- i o Cinterleukin-10 ? Accession : M576 



OH 




(ID 
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27) ) 

s\&jrjri/Jfi— tf- l Chemeoxygenase-1 y<y ^Accession : NM 

002133)) 

^nx^r7>^>G/HMit-2 (prostaglandin G/H synthase-2 

? Accession : AL033533) ) 
-??ny r -P Y>77?h'J- ^D-r-T >- 1 -a (macrophage inflamm 
atory protein - 1 - a (i?- y<y ? Accession : M23452) ) 
7>7^X (RANTES <^->/<V ? Access ion : NM 002985 ) ) stfc^ 
-f^-n^t^-la (interleukin-1 a (2>- ^Accession #-*§-: XO 

2850 ) 

<iy?-uj*-y-\p Cinterleukin-1 0 (S>- ^Accession #^ : KO 
2770) ) 

WMWffiM^a (tumor necrosis factor a ^Accession : Ml 

0988) ) mfc*. 

jy?-njjfy-7 (interleukin-7 receptor * Ac 

cession : M29696) ) 

v^n^r-v* -f>777fij- ^nf^f >- 1 - $ (macrophage inflamm 
atory protein-l-£ (*J-y<y ? Accession : J04130) ) 

7>K 7^Wi/a>-i/faKfyF y^e#-r > (liver an 
d activation-regulated chemokine (SJ— ? Accession : D86955) ) 

ate** 

v^o^t — S*- 7*5 -tf r/'K ^r^rtj^ y (macrophage-derived chemokine ( 

? Accession #-*§• : U83171) ) 
v?a:7 7 -^ -fV77VhiJ- y- 2 -£ (macrophage inflamm 

atory protein-2-£ (if- y<y ? Accession : M36821) ) 
v^o-7t-^ -T>75vhU- ^ a 5" -f >- 2 - a (macrophage inflamm 
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atory protein-2-a ? Accession : M36820) ) MfcJ-, 

ifv — Zs U¥ab>ff>y K ^af'fV-l (growth regulated protein-1 ( 

*J-y*y ? Accession : J03561) ) stfe^. 

vb y y 9 7s y ^D^Df>ft- -if- 9 Cmatrix metal loproteinase-9 (2?— 
? Accession : J05070) ) itfe^ 

^^l/-r->3> -fVhfcTH)- 7t?9 U VJt-v K ^a^-f>-8 

(migration inhibitory factor-related protein-8 ? Accession 

: X06234) } fcfcfs 
U'/lf-fA (lyzozyme y<y ? Accession : M21119) ) itfc^> 

(A) UW — 77 » K ^of (CABA(A) receptor 

-associated protein (5*- Accession : NM 007278 ) ) itfc^ 

^^-7xDy-^>fa-XF 17-kDa/15-kDa fa^-^y 
(interferon-induced 17-kDa/15-kDa protein (i?—yj*y ^Accession : 
M13755) ) Mfc*. 

y 5? 7 x d y "f ^Ta is jV zfnrjy p78 (interferon-induc 
ible protein p78 (i?- y<y ? Accession : M33882) ) 
^ % >-t- (SCOCcytochrome oxidase deficient, yeast) hom 

olog-2 (*J-y<y ? Accession : AL021683) ) 

r-5 h-5--tf (transketolase (5?- y<y ? Accession : L12711) 

Tfjyy A 2 a Hr^^- (adenosine A2a receptor (S?- ?Acce 
ssion : S46950) ) ilfe^ 

CD 3 7 Ty^fy (CD37 antigen (*>- w<> ? Accession : X14046) 

P V t 2*- (properdin P factor, complement (i?-y<y 
? Access ion ^r^r : M83652) ) itfc^K 
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U¥ 9 — *Zf G-Zfar^y i/y±t)yy-2 (regulator of G-p 

rotein signaling-2 (i?- ? Accession : L13463) ) 

Ne f -TVWfy K 7t2*- - 1 CNef -associated factor-1 

Access ion : AJ011896) ) itfe^ 
^aia-YF o-Y^T -tJl <i V r V y V 3 y ^Df'f>-1 C 

myeloid leukemia cell differentiation protein-1 ('J—y^y? Accession 
#-^- :L08246) ) 

^zf^P-M d>71/^x Csignal peptidase complex (18kD 
a) (^->a'> ? Accession : AF061737) ) itfc^ 

3. SEC (I) : 



(5$«f\ X*JJ:CfYtt. H*/:|iCH 2 OH. fcrt*U X#CH 2 OH©tl N 
YteH. X#H<D£^ Y(iCH 2 OH^5 e ) 




Y 



(i) 
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5* ( I I ) : 

OH 




(II) 
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5* (I) 



Y 




(5$«K X&J:OTte. HttzliCHz OH. fctffU X^CH 2 OH©i§, 
^(11) : 



OH 




(II). 
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SEQUENCE LISTING 
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<120> Therapeutic agents 

<130> 01-OU-PCT 
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<160> 61 

<210> 1 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human prostaglandi 
n G/H synthase-2 mRNA. 
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<40Q> 1 



acggtgaaac tctggct 



17 



<210> 2 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human prostaglandi 
n G/H synthase-2 mRNA. 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-l-a mRNA. 



<400> 2 



ggatgctcct gtttaag 



17 



<400> 3 



acattccgtc acctgctcag 



20 
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<210> 4 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-l-a mRNA. 

<400> 4 

ggtcgctgac atatttctgg 20 

<210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human RANTBS mRNA. 
<400> 5 

ctccacaggt accatgaagg 20 
<210> 6 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human RANTES mRNA. 



<400> 6 

gtaagttcag gttcaaggac 20 

<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human /3-actin mRN 
A. 

<400> 7 

tggccgtacc actggcatcg 20 

<210> 8 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human j3 -act in mRN 
A. 

<400> 8 

tccttctgca tcctgtcggc aa 22 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
6 mRNA. 
<400> 9 

ccactcacct cttcagaacg 20 

<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Designed primer based on nucleotide sequence of human interleukin- 
6 mRNA. 
<400> 10 

gatgagttgt catgtcctgc 20 

<210> 11 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
la mRNA. 

<400> 11 

gctgcatgga tcaatctgtg 20 

<210> 12 
<2U> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
la mRNA. 
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<400> 12 



tcttcatctt gggcagtcac 



20 



<210> 13 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
10 mRNA. 



<210> 14 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human inter leukin- 
1$ mRNA. 



<400> 13 



tggcagaagt acctaagctc 



20 



<400> 14 



catatggacc agacatcacc 



20 
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<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human tumor necros 
is factor or mRNA. 

<400> 15 

aaaggacacc atgagcactg 20 

<210> 16 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human tumor necros 
is factors mRNA. 

<400> 16 

cgagaagatg atctgactgc 20 
<210> 17 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
7 receptor mRNA. 

<400> 17 

tggagaaagt ggctatgctc 20 

<210> 18 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
7 receptor mRNA. 

<400> 18 

ggcggtaagc tacatcatgc 20 

<210> 19 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-l-yS mRNA. 

<400> 19 

gaagcttctg agttctgcag 20 

<210> 20 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-l-^ mRNA. 

<400> 20 

ttcctgtctc tgagcagctc 20 

<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Designed primer based on nucleotide sequence of human liver and ac 
ti vat ion-regulated chemokine mRNA. 

<400> 21 

aagagtttgc tcctggctgc 20 

<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human liver and ac 
tivation-regulated chemokine mRNA. 

<400> 22 

ttggatttgc gcacacagac 20 

<210> 23 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage-d 
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erived chemokine mRNA. 
<400> 23 

acagactgca ctcctggttg 20 

<210> 24 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage-d 
erived chemokine mRNA. 

<400> 24 

aggctcttca ttggctcagc 20 

<210> 25 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein~2-j8 mRNA. 
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<400> 25 



cgtggtcact gaactgcgc 



19 



<210> 26 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-2-iS mRNA. 



<210> 27 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-2-a mRNA. 



<400> 26 



acttctctcc tgtcagttgg 



20 



<400> 27 



tgctgctcct gctcctgg 



18 
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<210> 28 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-2-a mRNA. 

<400> 28 

ctgcccattc ttgagtgtgg 20 

<210> 29 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human growth regul 
ated protein-1 mRNA. 

<400> 29 

aacatccaaa gtgtgaacgt g 21 
<210> 30 
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<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human growth regul 
ated protein-1 mRNA. 

<400> 30 

ctctgcagct gtgtctctc 19 

<210> 31 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human matrix metal 
loproteinase-9 mRNA. 

<400> 31 

cttctccaga agcaactgtc 20 

<210> 32 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human matrix metal 
loproteinase-9 mRNA. 

<400> 32 

accacaactc gtcatcgtcg 20 

<210> 33 
<2U> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human migration i 
hibitory factor-related protein-8 mRNA. 

<400> 33 

90 

tcatcgacgt ctaccacaag 

<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Designed primer based on nucleotide sequence of human migration in 
hibitory factor-related protein-8 mRNA. 

<400> 34 

accagaatga ggaactcctg 20 

<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human lyzozyme mRN 
A. 

<400> 35 

tgtcctcctt tctgttacgg 20 

<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human lyzozyme mRN 
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A. 

<400> 36 

tgacaggcat taactgctcc 20 

<210> 37 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human GABACA) rece 
ptor-associated protein mRNA. 

<400> 37 

aagaagagca tccgttcgag 20 

<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human GABACA) rece 
ptor-associated protein mRNA. 
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<400> 38 

90 

tggtgttcct ggtacagctg 

<210> 39 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interferon-i 
nduced 17-kDa/15-kDa protein mRNA. 

<400> 39 

19 

catgtcggtg tcagagctg 

<210> 40 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interferon-i 
nduced 17-kDa/15-kDa protein mRNA. 

<400> 40 

ctcacttgct gcttcaggtg 



20 
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<210> 41 

<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interferon-i 
nducible protein p78 mRNA. 

<400> 41 

gtggctgaga acaacctgtg 20 

<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interferon-i 
nducible protein p78 mRNA. 

<400> 42 

agtcagatcc gggacatctc 20 
<210> 43 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human SCOCcytochro 
me oxidase deficient, yeast) homolog-2 mRNA. 

<400> 43 

gcagcagcaa aagcgaacag 20 

<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human SCOCcytochro 
me oxidase deficient, yeast) homolog-2 mRNA. 

<400> 44 

gatgaagaca ggctgcactg 20 

<210> 45 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human transketolas 
e mRNA. 
<400> 45 

cctacgtatc agctccatcc 20 

<210> 46 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human transketolas 
e mRNA. 
<400> 46 

catacagagc cctctgacag 20 

<210> 47 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human adenosine A2 
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a receptor mRNA. 
<400> 47 

tgtggctcaa cagcaacctg 20 

<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human adenosine A2 
a receptor mRNA. 

<400> 48 

gaccacatcc tcaaagagac 20 

<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human CD37 antigen 
mRNA. 
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<400> 49 



gcctcatcaa gtacttcctc 



20 



<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human CD37 antigen 
mRNA. 



<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human properdin P 
factor, complement mRNA. 



<400> 50 



atgaggactt ggaaccagtc 



20 



<400> 51 



ctaccagaaa cgtagtggtg 



20 
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<210> 52 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human properdin P 
factor, complement mRNA. 

<400> 52 

gtgtctcctt aggttcgtgg 20 

<210> 53 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human regulator of 
G-protein signaling-2 mRNA. 

<400> 53 

ttggctgttc aacacgactg 20 
<210> 54 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human regulator of 
G-protein signal ing-2 mRNA. 



<210> 55 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human Nef-associat 
ed factor-1 mRNA. 



<400> 54 



ggcagttgta aagcagccac 



20 



<400> 55 



agcagaattc accagagagc 



20 



<210> 56 



<211> 20 



<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human Nef-associat 
ed factor-1 mRNA. 

<400> 56 

ttccatcttc ggtgagcctg 20 

<210> 57 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human myeloid leuk 
emia cell differentiation protein-1 mRNA. 

<400> 57 

gcatgcttcg gaaactggac 20 

<210> 58 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Designed primer based on nucleotide sequence of human myeloid leuk 
emia cell differentiation protein-1 mRNA. 

<400> 58 

gaagttacag cttggagtcc 20 

<210> 59 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human signal pepti 
dase complex (18kDa) mRNA. 

<400> 59 

gattgtagtg gtgctcagtg 20 

<210> 60 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human signal pepti 
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dase complex (18kDa) mRNA. 
<400> 60 

tggcatcttc ccaggaacag 20 

<210> 61 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human ,8 -act in mRN 
A. 

<400> 61 

caagagatgg ccacggctgc t 21 
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